LOCUS       AY664494                1388 bp    DNA     linear   INV 09-JUN-2005

DEFINITION  Mayetiola destructor digestive serine protease II gene, complete

            cds.

ACCESSION   AY664494

VERSION     AY664494.1  GI:56681218

KEYWORDS    .

SOURCE      Mayetiola destructor (Hessian fly)

  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;

            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;

            Cecidomyiidae; Mayetiola.
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FEATURES             Location/Qualifiers

     source          1..1388

                     /organism="Mayetiola destructor"

                     /mol_type="genomic DNA"

                     /db_xref="taxon:39758"

                     /chromosome="2"

     mRNA            join(<73..133,215..799,870..936,1124..>1223)

                     /product="digestive serine protease II"

     CDS             join(73..133,215..799,870..936,1124..1223)

                     /note="mdesPROT-II; midgut protease; catalyzes hydrolysis

                     reactions"

                     /codon_start=1

                     /product="digestive serine protease II"

                     /protein_id="AAW21246.1"

                     /db_xref="GI:56681219"

                     /translation="MFGKLYLLGLLVLVGAFYVAGNALNGYLPKPRYDGRIVGGFEMD

                     IKDAPYQISMRVRGSHFCGGSIISKNWILTAAHCTAAIGNVASRISIYMGASSNKQGG

                     FEHHVKRIVQHKRYNSRNIDFDFSLLELEEAVSYTDSVQAVALPDFGELTADGTNCLV

                     SGWGNTQNNSLSRELLRGAHVPIVNQRVCDAAYEKYSGVTPRMICAGFYEEGGKDACQ

                     GDSGGPLVDVESSPDGKPFYFPVQYGCAQPMYPGVYSRVIAAREWIYEHTGI"

ORIGIN      

        1 agaaaatact taaactttcg agctcagtga aagatactcg agagtagagc aaaacaaatt

       61 tgaaattcca aaatgttcgg gaaactttat ttacttggtt tattggtgtt ggttggtgcc

      121 ttctatgtcg caggtaattt tttgtttttt tttaaatttt gaatttgtca gcagccatcg

      181 aacgaaccga catttttttt ctcattttaa aaaggaaatg cattgaatgg ctatcttcca

      241 aagccacggt atgatggtcg gatcgtaggt ggattcgaaa tggacataaa ggatgcacca

      301 tatcaaattt caatgagagt gcgtggatca catttttgtg gaggttcgat aatttcgaaa

      361 aattggattt tgacggccgc tcactgtacg gcggctattg gaaacgttgc atcacgcata

      421 tcaatttata tgggagcatc atcaaataaa caaggaggtt ttgaacatca tgtgaaaagg

      481 attgtacagc ataaacgata caatagccgt aatattgatt ttgatttttc attgctcgaa

      541 ctggaagagg cagttagcta taccgattca gtacaagccg ttgctttacc cgatttcggt

      601 gaactaaccg cggatggaac aaactgttta gtttctggtt ggggcaatac tcaaaataac

      661 agtctttcac gtgaactgct acgtggtgcc catgtaccaa ttgttaatca acgagtttgc

      721 gatgctgctt atgaaaaata ttcaggtgtt acaccacgta tgatttgtgc tggtttttat

      781 gaagaagggg gaaaagacgg tgatttaatg aattttatac ctatcaattt cgaaaactgt

      841 tgttcctaat cggcaatatt atttttcagc ttgccaaggg gactctgggg gtcctttagt

      901 cgatgtggaa agttctccgg acggaaagcc attttagttg gagtcgttag ctggggggta

      961 tttattttct tattgattta ttaaacaata ggtttaaaac tgaacactac tacccgtgaa

     1021 ttattatcct aattcaaatg ggttgaaatt tgtcattatt tttttgattt gtttgcgtaa

     1081 ttttttccga ataattgtct aaacttgatt cattttctat catttttcct gtacagtatg

     1141 gttgcgctca gccgatgtac cctggcgtgt attcaagagt aatcgctgct cgtgaatgga

     1201 tttatgaaca taccggcatc taaattctat caaattagtt atttagtttg atgataatga

     1261 gtaatttcat tatagtattg tacaataaat aaattgtttc ggttgaaatt caaccataat

     1321 gaatgtagat ggaaaaagca gttcgaaata cagattcaat attctgaaca ttttattcag

     1381 aaaaaaat
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