LOCUS       AY664493                1291 bp    DNA     linear   INV 09-JUN-2005

DEFINITION  Mayetiola destructor digestive serine protease I gene, complete

            cds.

ACCESSION   AY664493

VERSION     AY664493.1  GI:56681216

KEYWORDS    .

SOURCE      Mayetiola destructor (Hessian fly)

  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;

            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;

            Cecidomyiidae; Mayetiola.
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FEATURES             Location/Qualifiers

     source          1..1291

                     /organism="Mayetiola destructor"

                     /mol_type="genomic DNA"

                     /db_xref="taxon:39758"

                     /chromosome="2"

     mRNA            join(<96..144,227..808,883..970,1145..>1232)

                     /product="digestive serine protease I"

     CDS             join(96..144,227..808,883..970,1145..1232)

                     /note="mdesPROT-I; midgut protease; catalyzes hydrolysis

                     reactions"

                     /codon_start=1

                     /product="digestive serine protease I"

                     /protein_id="AAW21245.1"

                     /db_xref="GI:56681217"

                     /translation="MFIKICFLLASILIASGDVSLLTPKPRLDGRIVGGVEIDIRDAP

                     WQVTMQTMGEHLCGGSIISKKWILTAAHCTTTSLVKSDPERVLIKSGTSLHRDGTKSK

                     VKRIINHPKWDATTVDYDFSLLELETELELDETRKVIKLANNRYRYRDGTMCLVTGWG

                     DTHKSNESTDKLRGIEVPIYPQEKCKKAYLKQGGITDRMICAGFQKGGKDACQGDSGG

                     PLALWLGGKTNDAELIGVVSWGFGCARPKYPGVYGSVSSVREWISEVTGI"

ORIGIN      

        1 agaaaataca gtttgtggaa aataaaatcc actggtcaca atacgtgtta cactccaaca

       61 ttgacccgaa gaagagaaaa taatataaaa gcaaaatgtt tatcaaaatt tgctttttgc

      121 tagcgagcat tttgattgca tcaggtattt ccagcgaaaa aaaatccaag ccaattctgt

      181 ggaatggttt ttgacattgc atatctatgg tttaaaaaaa aaacaggtga tgtaagtttg

      241 ctgacaccaa aaccgcgttt ggatggtcga attgttggtg gtgttgagat tgacatcaga

      301 gatgctcctt ggcaagtaac aatgcaaaca atgggagaac atttatgtgg tggttcgatt

      361 attagcaaaa aatggatttt gactgctgca cactgtacca caactagcct agttaaaagc

      421 gatccagaaa gggtcttaat caaatctgga acttctttgc atcgtgacgg gaccaaatcg

      481 aaagttaaac gaattattaa tcacccgaaa tgggacgcca caactgtcga ctatgacttt

      541 tctctgcttg aacttgaaac cgaattggaa ctcgacgaaa caaggaaagt aattaaactt

      601 gcgaacaaca gatatcgata tagagatggt acaatgtgtt tggtgactgg ttggggtgat

      661 actcataagt caaacgaatc aacagataag cttcgtggta ttgaagtgcc aatttatcca

      721 caagaaaaat gcaaaaaggc ataccttaaa caaggtggta tcactgatcg tatgatttgt

      781 gctggttttc aaaagggagg aaaagatggt aagttctcct gatcgatcac tctctttcta

      841 ttgaaattgt tgattattta aatgtttttc aatcattttc agcatgccaa ggagattccg

      901 gtggaccact tgccttatgg ctgggcggta aaacaaatga tgccgagttg atcggcgtag

      961 tgagctgggg gtaactattc tttttatttg tttactaggt cgactttttt aattttaatt

     1021 tttatcatta tctaaatata attgggtcag aatgttactt tgtaaaccac atatggaaca

     1081 ttgtatgcat attttttaat tcttctaaat ctgattcatt tcgtataatt ttttattatt

     1141 gcagatttgg atgcgcccga ccaaaatatc caggagtcta cggaagtgtt tcatcagttc

     1201 gtgaatggat ttctgaagtg accggaattt agggctgggg attcacatta tttgtaaaat

     1261 atttaaatac atattaaata aacgaaaaca c

//

