LOCUS       DQ458295                 542 bp    mRNA    linear   INV 05-APR-2006
DEFINITION  Mayetiola destructor clone Lg4A1 small secreted gut protein mRNA,
            complete cds.
ACCESSION   DQ458295
VERSION     DQ458295
KEYWORDS    .
SOURCE      Mayetiola destructor (Hessian fly)
  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;
            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;
            Cecidomyiidae; Mayetiola.
REFERENCE   1  (bases 1 to 542)
  AUTHORS   Chen,M.-S., Liu,X., Zhu,Y.-C., Reese,J.C. and Wilde,G.E.
  TITLE     Genes Encoding a Group of Related Small Secreted Proteins from the
            Gut of Hessian Fly Larvae [Mayetiola destructor (Say)]
  JOURNAL   Insect Sci. (2006) In press
REFERENCE   2  (bases 1 to 542)
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FEATURES             Location/Qualifiers
     source          1..542
                     /organism="Mayetiola destructor"
                     /mol_type="mRNA"
                     /db_xref="taxon:39758"
                     /clone="Lg4A1"
     CDS             42..497
                     /codon_start=1
                     /product="small secreted gut protein"
                     /protein_id="ABE26913"
                     /translation="MKLFAFIVIGALAFVSAKSIGESSSIEEFLLTGDVSVVVERTQC
                     FVAAVAKVSKENGLSELWAQPESVINGHLNNWAQCSSAGNKLAQIVCNVKEGLQVFKP
                     LSEYLPLVAAKNPQLIKLIALEYYSSCSSTSAPFDQLLMDSANRGDFEY"
ORIGIN      
        1 atcatagtta aaacttcatt ctgaaggtta aaattgttaa aatgaaattg ttcgcattta
       61 ttgttattgg agcactagct tttgtctcgg caaaatcaat tggagaatca tcttcaatcg
      121 aagagttttt attgactggt gatgtatccg tagttgttga aagaacccaa tgttttgttg
      181 ccgccgttgc caaagtttca aaagaaaatg gtttaagtga attgtgggct cagccagagt
      241 ctgttattaa tggtcatttg aataactggg ctcaatgttc aagtgcaggc aataaattgg
      301 cacaaattgt ctgcaatgtc aaagaaggct tacaagtgtt caaacctttg agcgaatatc
      361 ttccactggt tgccgcaaaa aatccacaac ttatcaaact tatcgccttg gaatattaca
      421 gcagctgctc atcaacatca gcaccattcg atcaattgtt gatggacagc gccaatcggg
      481 gtgatttcga gtattaataa ttttcaaatt gtaaaataaa taaacgacaa attcaaacta
      541 cc
