LOCUS       DQ015886                1288 bp    DNA     linear   INV 06-JUN-2005

DEFINITION  Mayetiola destructor isolate DIv3-Hf14n7 transposon mariner-like

            DesmarI, complete sequence.

ACCESSION   DQ015886

VERSION     DQ015886.1  GI:66864645

KEYWORDS    .

SOURCE      Mayetiola destructor (Hessian fly)

  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;

            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;

            Cecidomyiidae; Mayetiola.

REFERENCE   1  (bases 1 to 1288)

  AUTHORS   Behura,S.K., Shukle,R., Agrawal,R. and Stuart,J.J.

  TITLE     Identification, Sequence Characterization and Molecular Mapping of

            Flanking site Polymorphisms of Mariner-Like Elements in Hessian Fly

            (Mayetiola destructor)

  JOURNAL   Unpublished

REFERENCE   2  (bases 1 to 1288)

  AUTHORS   Behura,S.K., Shukle,R., Agrawal,R. and Stuart,J.J.

  TITLE     Direct Submission

  JOURNAL   Submitted (21-APR-2005) Department of Entomology, Purdue

            University, 901 State Street, West Lafayette, IN 47907, USA

FEATURES             Location/Qualifiers

     source          1..1288

                     /organism="Mayetiola destructor"

                     /mol_type="genomic DNA"

                     /isolate="DIv3-Hf14n7"

                     /db_xref="taxon:39758"

     repeat_region   1..1288

                     /transposon="mariner-like DesmarI"

     CDS             168..1211

                     /note="similar to MosI transposase"

                     /codon_start=1

                     /product="v3"

                     /protein_id="AAY57408.1"

                     /db_xref="GI:66864646"

                     /translation="MENFENWRKRRHLREDLLGHFFAKKTAAESHRLLVEVYGEHALA

                     KTQCFEWFQRFKCGDFDTEDKERPGQPKKFEDEELEALLDEDCCQTQEELAKSLGVTQ

                     QAISKRLKAAGYIQKQGNWVPHELKPRDVERRFCMSEMLLQRHKKKSFLSRIITGDEK

                     WIHYDNPKRKKSYVKRGKRVKPTAKRNIHGAKVMLCIWWGQKGVLYYELLEPGQTITG

                     DLYRTQLIRLKQALAEKRPEYAKRHGAVIFHHDNARPHVALPVKNYLENSGWEVLPHP

                     PYSPDLAPSDYHLFRSMQNDLAGKRFTSEQGIRKWLDSFLAAKPAKFFKKGIHELPEI

                     WEKVIASDGQYFE"

ORIGIN      

        1 ttgggtgtac aacttaaaaa ccggaattgg acgctagatg tccacactaa caaatagtgt

       61 aaaagcacaa atttcatata tacgtcattt tgaaggtaca tttgacagct atcaaaatca

      121 gtcaataaaa ctattccatc tgtgtgcatc atattttttt attaactatg gaaaattttg

      181 aaaactggcg aaaaagacgg catttgcggg aagatttgtt gggccacttt tttgcaaaaa

      241 aaactgctgc agaaagtcac cgtttgcttg tggaagttta cggcgaacat gccttagcaa

      301 aaacacagtg tttcgaatgg tttcaacgct tcaaatgtgg tgactttgat acggaagaca

      361 aagaacgtcc tggtcagcca aaaaagtttg aagacgaaga actggaggca ttactcgatg

      421 aagattgttg tcaaacgcaa gaagaacttg caaaatcttt aggagtgaca caacaagcca

      481 tttcaaaacg gctaaaggca gctggataca ttcaaaagca aggaaattgg gtcccacacg

      541 aattgaagcc gagagacgtt gaacggcgat tttgcatgtc ggaaatgctt cttcaacgcc

      601 acaaaaagaa gtcatttttg agtcgaatta ttactggaga tgaaaaatgg attcactacg

      661 ataaccccaa gcgcaaaaaa tcatatgtga agcgcggcaa acgagtcaaa ccaacggcca

      721 agcgaaatat ccacggcgcc aaggtaatgc tctgtatttg gtggggccaa aagggtgttt

      781 tgtattatga gctattggaa ccgggtcaga cgatcacagg agatctctac cgaacacaat

      841 tgatccgttt gaagcaagca ttggccgaaa aacgcccgga atatgcgaaa agacacgggg

      901 cggtaatatt ccatcatgac aacgctcggc cacatgttgc tttaccggtt aagaactatt

      961 tggaaaacag tggatgggaa gttttacccc acccgcctta tagcccagac cttgcccctt

     1021 ctgactacca tttgttccgg tcgatgcaga atgaccttgc gggaaaacgc ttcacttcag

     1081 agcagggtat ccgaaaatgg cttgattcat tcttggccgc caagccggcg aagtttttta

     1141 agaagggaat ccatgaattg ccagaaatat gggaaaaagt catagcttca gatgggcaat

     1201 actttgaata atgcattcat tcattttgtt atcgaaataa agcattaatt ttcactaaaa

     1261 aattccggtt tttaagttgt acacccaa
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