LOCUS       DQ232712                 493 bp    mRNA    linear   INV 09-NOV-2005
DEFINITION  Mayetiola destructor protease inibitor Lg2G5 mRNA, complete cds.
ACCESSION   DQ232712
VERSION     DQ232712
KEYWORDS    .
SOURCE      Mayetiola destructor (Hessian fly)
  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;
            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;
            Cecidomyiidae; Mayetiola.
REFERENCE   1  (bases 1 to 493)
  AUTHORS   Chen,M.-S.
  TITLE     Molecular characterization of cDNAs encoding protease inhibitors
            from the Hessian fly [Mayetiola destructor (Say)]
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 493)
  AUTHORS   Chen,M.-S.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-OCT-2005) USDA-ARS and Department of Entomology,
            Kansas State University, 123 Waters Hall, Manhattan, KS 66506, USA
FEATURES             Location/Qualifiers
     source          1..493
                     /organism="Mayetiola destructor"
                     /mol_type="mRNA"
                     /specimen_voucher="150; Museum of Entomological and
                     Prairie Arthropod Research at Kansas State University at
                     Manhattan"
                     /db_xref="taxon:39758"
     CDS             67..366
                     /codon_start=1
                     /product="protease inibitor Lg2G5"
                     /protein_id="ABB70537"
                     /translation="MSLKLVIIGIALLGFVASALDVEGEDTQPNSACPPNETLYDFVD
                     PCRKDTCEKAIKNVGFYECGGHKTEHPVCNCVDNMYRNKAGHCVSIDQCRSEING"
ORIGIN      
        1 tcaacgagga caattgctgg actctgaacg tatttaatat tcgaagcaaa gaaaaataat
       61 cgaaaaatgt ctttgaaatt ggttataatt ggaatcgctc tgctcggctt cgttgcatct
      121 gcattggatg tggaaggtga agacacccaa ccaaattcag cttgccctcc aaacgaaacc
      181 ctttatgatt ttgtcgatcc gtgcagaaaa gacacttgtg aaaaggcaat caaaaacgtc
      241 ggattttacg aatgcggggg ccacaaaact gaacatccag tttgcaattg tgtcgacaat
      301 atgtatcgca ataaagcggg tcactgtgtt tcgatagatc aatgccgatc agaaataaat
      361 ggataaaggc aacggaataa aggcaacgga taaggaattg gcaatgataa aaaaaactgt
      421 attcaaatct ttaacaattt aaaataaagc aaaataaaaa ttccattttt ctggtgaagg
      481 gaacaacttg cat
