LOCUS       DQ232700                 499 bp    mRNA    linear   INV 09-NOV-2005
DEFINITION  Mayetiola destructor protease inibitor G14A4 mRNA, complete cds.
ACCESSION   DQ232700
VERSION     DQ232700
KEYWORDS    .
SOURCE      Mayetiola destructor (Hessian fly)
  ORGANISM  Mayetiola destructor
            Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Pterygota;
            Neoptera; Endopterygota; Diptera; Nematocera; Sciaroidea;
            Cecidomyiidae; Mayetiola.
REFERENCE   1  (bases 1 to 499)
  AUTHORS   Chen,M.-S.
  TITLE     Molecular characterization of cDNAs encoding protease inhibitors
            from the Hessian fly [Mayetiola destructor (Say)]
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 499)
  AUTHORS   Chen,M.-S.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-OCT-2005) USDA-ARS and Department of Entomology,
            Kansas State University, 123 Waters Hall, Manhattan, KS 66506, USA
FEATURES             Location/Qualifiers
     source          1..499
                     /organism="Mayetiola destructor"
                     /mol_type="mRNA"
                     /specimen_voucher="150; Museum of Entomological and
                     Prairie Arthropod Research at Kansas State University at
                     Manhattan"
                     /db_xref="taxon:39758"
     CDS             69..377
                     /codon_start=1
                     /product="protease inibitor G14A4"
                     /protein_id="ABB70525"
                     /translation="MSLKLVIIGVALLGFVASSLGNEDNKPNLCCPQNEKLYDYHYPC
                     KKNMCKDYYDHSSQNECKLPATFAKNKYCDCKDGYLRTNAGPCVKKEDCNFLIKNEHH
                     "
ORIGIN      
        1 tatctacgag gactattgct ggactctgaa cgtgtttaat attcgaagaa aagaaaaata
       61 atcctaaaat gtctttgaaa ttggttataa ttggagtcgc cctgctcggc ttcgttgcat
      121 cttcattggg taatgaagac aacaaaccaa acttatgttg tcctcaaaac gaaaaacttt
      181 atgactatca ttatccgtgc aaaaaaaaca tgtgcaaaga ctattacgac cattccagtc
      241 aaaacgaatg caaacttccg gccacttttg ctaaaaacaa atattgcgat tgtaaggatg
      301 gttacttacg cactaatgca ggtccttgtg ttaagaaaga agattgcaat ttcttgataa
      361 aaaatgagca tcattgattt gaaatgaaac gcaactgata aggaattggc aatgataaaa
      421 aaactgtatc caaatcttta acaatttaaa aataaagcaa aataaaaatt ccattttcct
      481 ggtgaaggga acaacttgc
